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CLIPZ: a database and analysis environment for experimentally determined  

binding sites of RNA-binding proteins. 

 

 The stability, localization and translation rate of mRNAs are regulated by a multitude of RNA-binding proteins 

(RBPs) that find their targets directly or with the help of guide RNAs. Among the experimental methods for mapping RBP 

binding sites, cross-linking and immunoprecipitation (CLIP) coupled with deep sequencing provides transcriptome-wide 

coverage as well as high resolution. However, partly due to their vast volume, the data that were so far generated in CLIP 

experiments have not been put in a form that enables fast and interactive exploration of binding sites. To address this need, 

we have developed the CLIPZ database and analysis environment. Binding site data for RBPs such as Argonaute 1-4, Insu-

lin-like growth factor II mRNA-binding protein 1-3, TNRC6 proteins A-C, Pumilio 2, Quaking and Polypyrimidine tract 

binding protein can be visualized at the level of the genome and of individual transcripts. Individual users can upload their 

own sequence data sets while being able to limit the access to these data to specific users, and analyses of the public and 

private data sets can be performed interactively. CLIPZ, available at http://www.clipz.unibas.ch, aims to provide an open 

access repository of information for post-transcriptional regulatory elements. 

 

[http://www.ncbi.nlm.nih.gov/pubmed/21087992] 
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            Patent News 
 

Bioinformatics analyzing method for redundancy of S SR (Simple Sequence 

Repeat) molecular marker 

CN102156824B 

CN Grant 

 

Abstract 

 

The present invention discloses a SSR markers redundancy bioinformatics analysis method comprising the steps 

of: A1, download the relevant public databases or own SSR markers developed SSR markers; A2, on the SSR 

markers pretreatment, converted into FASTA format; A3, good FASTA file backup to handle a file suffix ".bk", 

use the backup file as input, for each species SSR markers respectively, than right, query similarity sequence; 

A4, A3 from the results obtained in a manner similar to the matching score of not less than 81%; and there is no 

gap; to filter a pair of primers, and then extract a similar primer number; A5, all similar primers write a line, out-

put the final result File out. list. The researchers developed the same time cause the development of different 

species in the same SSR markers there is redundancy, the use of the method of the present invention can be 

achieved to redundancy purposes. 
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Kindly send us  your feedback to 
 
Robin Das 
Research Fellow; BIF, Biotech Division. 
CSIR-North East Institute of Science and Technology, Jorhat, Assam 
E-mail: robindas460@gmail.com  
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